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1 
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2 



ffi|E# 2000-3075958 



#5p 1 1-233301 



V 



o 

[»^^^] ffi,^f#^^ 1 tr^t-t^>=3-KMj^(Z)J^aBB^J$:-^tfM^^3tCgB^ 
CDDNAo 

[lt:^3S6] BJ^#-^ 1 (Z>JfeM3^J5:#oDNAi:#M«ricyN>r:/U ^*-f SDNA 
-efeoT, /f?;&<i:ti 1 5 5?^^ l/:*'^K®^:^?:#^DNA, 
[M:^^ 7 ] S^:^ 4 ICSH« <DDNAt;b<tt^©-|a5{C#i-ST>5^-fe>X DNA. 
[»^3^8] ^^^3, »#«4. ;fe<J:^;M^^5(^)V^■rl^*^^CSB«^DDNA^-^ 

[M*359] 0*^3. »^^4. ^J:t;Jiff^:^5®V>'rtl*>lCfB«®DNAS:^ 
1] ^:^^6JCgB^<DDNAS:^tf;i1?->^'^A|HJig®^ffiM^^o 



1 



ailE# 2000-307595 



#5p 11-233301 

tcis«®^ *fett^-®flT>ti:®^iS^fi«>ftiS^lcS^v^Tlt:^:S2 k: 

[0 0 0 1] 
[0 0 0 2] 

[0 0 0 3] 



2 



mSE# 2000-307 



n 03 3 3 0 1 

^^^^^^^^ 




2000-30 



f^j^l 1-2 3 3 3 0 1 




C3) tn ^^^^^^^'^^'^^'^^''^^rrM^^t. C33 ^fa^<^i^NA„ 

C8} (3) . C4J , JBJ;u' 
[93 C3) , C4J > 33<i:tr 



,«.-«.^«^^c..3^^*«^*-^ ^^^^^^ 

;;;; .^;;;/rn.:.u...--- - 



2000-30759 




eitsji 1 1 - 2 3 3 3 0 1 



[0 0 10] 

(Yas.da.Y..Hi,ata T.et aL.Kidne, m. 1998 Ja.. 53:1, 164-8). 

a,. Bioe.«.U«, 18. 5.94 (1979)3 - ^^a, ^ U . l.r-^#«T.-#B 
Stt^^a. [Ber.ar&Birke„.eiar. B-che-.s.r, 

18 . 6143 (1979)] & j;*Bvx6;;ii*-egs. ^RW* b®P n > 

„ ,.- i .)cDNA(End strand)#i^«Sll.S. »««(-E. 
Coli DNALiiaseUJaai^S^i:!-*'^. — 
[0 0 12] 

e (USE!|#2 0 0 0-3 0 7 6 9 5 8 



11-233301 



iBT'^So Vrnz^^r, t h • im^^l&^gB^JSr^bfcfCT/D- 

T^^Sr-a-^b, egcDNA^-f :/9y-5::^^ U-— B65^-r^cDNA$:#^ 

[0 0 13] 

♦ $>SVNtt. ^l^- l(Z)jJ>^D^®cDNAS:Je<T<55J:-^5&^^{C<fcoT#ll|-rS3 
TMv\ cDNA^>r:;^^U-S:nan-7^>r:;fU^-f-fe*-$/3>^:;^^-^/^-r:/ 

ScDNA$:#]aifS3i:*^'e#&o cDNA^ ^ U - tt, v^/;^, ^»yh®ffilS^ 

, :^«^-9->^'>Ai5]|g^}{)^^fftmb;tmRNA^^Mi:bT-^^-t-5 3i:)b>T-^S 

<Dmz. *^gl5lCi:St: h • l®cDNA$:=fei:lC, 0RF(Dt&^iC7^>f S^x:^ 

l/-5^-f 3fy5>rv-$:^tfU z:tl«:ffIflll/fcPCR{C<fcoTJj^^n^©cDNA& 

[0014] 

h • :^^-lVJh.\t. ff J %vi^'y>\-:^'^^)'-(r>7.^^)-z:-yff\Z^^X 

y A$:M^b. Sau3-e^4)-6^lc:-l3]»TLfeDNA^7T-t^''<^^-T*fe-&EMBL3lC 
jfea»jitfri:tCJ:y'^^"r<6Z:i:;{)^T*^S (Blood, vol 83, No 11, 1994: pp31 
26-3131) „ 3® J;e>3&'5f ^ »y ^^>f ::^^y -^c■^v^T> -fy-f^y^-^-f^)^ 

^i£-t/3ym (mmmnimmm^nhu-M mmn. pp79-92. mm) 

- lcDNA®ORF^T©M^ (2850bp) . * fcttcDNAglJ^J-Sr >^^>r^- i: LT t h 



2000-3075958 



ft^jl 1 1 — 233301 



, 5'RACE^fe (5' -Full RACE Core Set (SMJt («^) CD^TSSIC^^^) ) S:fl§V^T5 
[0015] 

mXi£ii^X^r^^>(\^m CMattencci, M.D. SCaruthers 
, M. H. J. Am. Chem. Soc. 103 , 3185(1981)] , ^y^^T^ h • hUx>(.5^;i/ 
m [flunkapiller, M. et al. Nature 310, 105 (1984)] ^CD^^CD-fb^-^^S: 

ffi V > s ^ i£ o T ISit -r -6 z: =b T* ^ s . 

0 [0 0 16] 

-f>tr m.mti^m(nm&^it\i\-^y^-yaLvym^'^x^htix\i^ 

«3&SV%»-enJBil±®r5 y^£Dg^S:^DT%. aiS3?>7li^jS<?>?Stt««l|# 
Stis. *fc-JKK:, i<g*fcttSS:M®r^>'m®a[^T'tt, iJJ^/ti^jScD^Stt 

, -t^x^^^miz^tti^o 

[0 0 17] 
[0 0 18] 



miE4^ 2000-3075958 



11-233301 ^ 

U7-^yyit7syr ^-"^2 A (pp2a) ©ArL-^yh iMW^^^—vV) tz 

0-3 OXCDJj^^Di^-^rJtf^o — :&PP2A-ett, A=L-y h<DC^)&miZC 

Tv>So rtie>®«^tc«^J:t«. PP2Ah<3D3j^^a$;-S:#o2f5:^^(D:5i^ 

j:#/-tg>tiS , — ^ ___ 

10 0 19] 

JitT'(D^3^tt^^$tl«;}ft^ofco :^||^S*flIJIf&l*tC;feV%T«HeLa«IJ|jgS3, 1g 
tt#fi'{SejlilJgK-562, U >/\°#3^ajfili^MOLT-4, :^J»M^SW480, J: t^iliff^AS 
49-eSitV^^3^*^M^3tl, lsf#iiSifil5)gHL-60, Mfe®G361"r=b^^^*^B e)tlfe 
, Burkitty >ytffiRajiT'tt, «i:^if^3^A'fBe)tl^;^)>ofcc ^mS-^^^jfilH 
llgCJ3J-^S^^*-l®|§3^:j^Mli. fc^;tliSB3?lI## : 1 e>S*^$tifcig«BB 

[0 0 2 0] 



aifl# 2000-3075958 



11—233301 



[0 0 2 1] 

^-l lCjav%«l5i$:#ofct;0tt, PP4g j (J. Biol.Chem, 274 (9) ,5339-5347,1999) 

^mi^^^. -ecD^i)g^CfeV^Ttt, PP4gj®N5^3g*^e)l 8fi:tC#^Ef ss*^ ^ 
if- 1 -ettFCyDDYSSESDVIIIPSA® 1 8 T ^ JmBSttSt^XlSV . M^ttM^o 

tfJ"^, 1 ^PP4^JJ^:^i^V^^Calternative splicing formX :^^»SMi$.tl^ 

[0 0 2 2] 

T'j:<, mpimm-t:bm±(Doi}^ymmmm^nmLx^m\zm^^^x^^ 

[Grantham, R. et al. Nucleic Acids Res. 9, r43 (1981)] o t^^oT, 3 K> 
Oifi|fi^#«LT, DNA$:jgJCQfc^Lfe%®t»*fe*^^®DNA(C-^*tlSo MM 

#M69l^^#A^fe (sitespecific mutagenesis) [Mark, D.F. et al. Proc. Na 
tl. Acad. Sci. U.S.A. 81,5662 (1984)] ^iZhtzfi^^X. Zltl e>=^^SB^JCDll 
K > Sr -aj^^f S 3 i: *^T' ^ -5 c 
[0 0 2 3] 

Stc, gg^J##: 1 ic|a^©J&a@H^J$:-^tfDNAi:A^:/U ^*^:X-r-6z:i:*^ 



1 0 



ffilE#2 000-3075958 



#^ 11-233301 ^ 



t)t>. 4XSSC. 6 Sr-e/N^f ^5*'>rif-S/3>S-te. 0. lXSSCS:fflV^T6 

bx:x' imm^^-t^a 7. V y >i;>'ai>e/-$::^^<*:&-r<6/N-f :/u ar>f if- 

^Mijc=fe^fe:^^^tC J:^DNAg)i^SBB^Jtj:. ^^g)jN^^tCg-^V>T^ ^ 

3&ffl jitcffJM -r S r i: }&>T' ^ -5 o 
[0 0 2 4] 

rcD J: e> IC bT ^ O - >^fc$ tifc:'^ ^- 1 & =1- Kt-^^m^^ttjg^iS:^^^ 

tt, pET-3 [Studier & Moffatt, J. Mol. Biol. 189, 113(1986)] COSffi 
li&®^-^lipEF-BOS [Nucleic Acids Research 18,5322 (1990)] , pSV2-gpt [Mu 
lligan & Berg, Proc. Natl. Acad. Sci. U.S.A. 78, 2072 (1981)] ^3?)^. CHOaH 
moy^'^XXmi [ffll^<i5i^^89/03874#^#] ^yb^^*l^n#lf e>tlS. 

[0 0 2 5] 



a4lE# 2000-3075958 



#5p 11-23330 ^ 

m (Escherichia coli) i^^mvf^n^^ i^tcMm^^o)'!)'^. Mmu^^<Dm± 

mS&thXn. ^?ili-^y:^U • -feUbfS/x- (Saccharomyces cervisia 

e) ^i^miifhti^o -:^m%mmm^<Dm^mmtLxit. m^acosmm. ch 

JCjg L ^H^^ b T A IS <fc V %e 

[0 0 2 6] 

^7 - IC J: -5 J: t;^^^^^ $: M V ^ fc ;i y - 1 (Dm^Mmiz is^^m 

J^^^J^ayjiiM^^it. TMolecular Cloning-A Laboratory Maimalj (Cold Sp 
ring Harbor Laboratory, N.Y.) lC|2«®S^tCt^feo T^f Zl *^-e^ So 
[0 0 2 7] 

gl^:®la•e«5i±®^v^i:^ioTv^S 1 8 r ^ y K-TSM^^ (7 4 

-12 7) jcffi^f ssp^*^e>^^bfcJS«BB^js:-g-tfi:e>jc-rn«, 



2000-3075958 



11-233301 

[0 0 2 8] 

ic<j:§::^y^>f$/> ^'ffiJM, :^ >f y y - A?^^^^ iL<oj\>cf u ^y Kj^jsfctc 
^{c#«lfiifc. fe<i:Uf^^i:^>A^^i:(Z)ffiS#M«P«):i:®A>r:;fy »y k?^^ 

.319-347, 1993)o 

[0 0 2 9] 



1 3 



aj|iE# 2000-3075958 



11-23330 



[0 0 3 0] 

r>^-fe>xDNAS:iiMi: Lxmw^tstitcLMkiiK ^mMU^(Dm^mmzMh 
e>jcif*b<tt5oofi[Sfit±t?$>5. Jim, Mv>e>nsT>^-fe>:^RNA®;gsii 

2.5kbJ; y =fe^V>„ 
[0 0 3 1] 

Miz:$i^mi)m^-t^:^^-i<DcdMm.mmmcm^\i^x. ^ j 

ho S^^^Q-\d,nem{ckmi. ""The Journal of Immunology(1995) 1 

55,2477-2486, Proc. Natl. Acad. Sci. USA (1995) ,92,3561-3565j mhU^O^ 

[0 0 3 2] 



ffilE#2 000-3075958 



1 1—233301 



1) 10cl)M(D5'^^m^^U--fiiV. \ih^JJ^^4zr^V-^V:^ 

2) mmmmmitLr:f^^-imB^(Dmmmt^n\^>^^ti^<D±mm^ (2 
~5kbp) (D^a^-si~m^^^timk^m. ^mm^i^^M^^>. t:h^-*^> 

(+1) $:^^f-5o ^mmmi)^'^^^m^^^mm^^mv. •:fu^-di-m 

y].Tfn^ii^h-7T=.n^}]y'r^^}v^.ifrmm (hat^ ^av^^±, 

^»:^)-<3D=m^'a:aJ^lc^^"r^DNA»iit&f^^l/, z:4ie>(Z)TiiSlc, l/3K-^-» 
^^^ll/TOQCATjt^dF-, a6-5v^^i, x^— ^m^^Sr^Si^bfc IxjK- 
4) 3) X'j^mvr:LU^<'-^--f^:;^^ \^vmmmmi^r^m^mm<DCATM\,^ 

[0 0 3 3] 

. TDNA & Cell Biology, 13 , 731-742 (1994) j izmi^<D:^^^(0^^<D:^m. 



aj|iE# 2000-3075958 



[0 0 3 4] 
[0 0 3 5] 

gtll) iC^AL:fecDNACD^3^j^igj$:liig:/D-:/tC jroTX^ y-->^"t<5, 
[0 0 3 6] 

[0 0 3 7] 

^;i/S/7haclCj:oT#e>tlfeDNAi:K2^S^(D^-^flcS:, HJC^^y h^U > 



2000-3075958 



1 1-233301 



[0 0 3 8] 

CDS:9-^ y ^ K, ^ S V ^ ^ tC J: ^ c-myc- (H i s) e-Tag-:jl 
l^MBP-^^7*- lcDJ:e»^ife-^^>A^'SS:mMi:bTfflv\ <tk^O)Wiiif^t. 

[0 0 3 9] 

vxi^mz^^m^m^ij^'^i^^^umz. ^^om^^p^wiMtmzn^^^ti^ 

1?-^, ^5?, ^;i/^^yh. "7^7::;^, ^^/h, -^^^ fesv>ii-r7hu^ 

[0 0 4 0] 



ffiiE# 2000-3075958 



1 1-2 3 3 3 

m:^lt^-^-t^J\^:7.^^y0:^m (Nature, 256 , 495 (1975 

)) tzm^mmx'^^o m^i&mmt.i.xit^v:iL^uy^vn'-jv (peg) -^t 

[0 0 4 1] 

#iiSilfflBi: l/T«Mx.liX-63Ag8, NS-1, P3U1, SP2/0, kP-1 fji ^it'mif ^tl 

t^mmmmsctcDis^t. v^^itmiti 20—20 : i-e* y , peg (^f * l < ttPEcio 

00~PEG6000) j&UO'-80X@^®a^T'^An$tl> 20~401C, * b < »30~37r; 

uzfu-h) lC7\>r:/U K-v^«_h?f 5:^tfnL, 7^{cMI*ttifef«^S^^ t*•e 
^i!{U3ttrt;:^fi.^^ i^'D (^fl&iil■^^cMv^e>tlS^^HJ8aA^■x"^7J^®^-^, m 

[0 0 4 2] 

^tjRPMii64o^«i (.:kB:^mm («) ) , i^io%<D^^m^ikm^^tiGnmm ( 

fn^feM^Xli ) , *fett/^>r:;^U F-v^«ffiMJfiilt^« (SFM-ioi, B 

:^mm m) ) 35;^$:mv^-53^J^)^T$-&o ®S20~40iC, 
<tt^jil>37t:T«>S. jtS5H'-3ii^, if^b<«l5SK~23i^T'fe 



mil# 2000-3075958 



#5)1 1 1-233301 



[0 0 4 3] 

% ® S: jg^^ S d C <k o T fa® ^ > >'N° ^ K i: 5cM U ^ V ^ t; © ^ f S 3 i: 

oMi^-r < % 7 T ^ y m^mni' & r ^ y mm^i^n-D^zf^^ kic j: 

4JJJi:®«|Ji±<Z)igV^$:=foite>UT^^S 1 Sr^y^J^S (N7K5g*^e>l 8-3 5 
[0 0 4 4] 

mmtmmic^m^uzfvyo) ^mmmm izm^xnt>ti^. ^mommm t b 

[0 04 5] 



2000-3075958 



#5p 11 — 2333 q 



i^Rf^'^'&:x^mhr:iV'y\^^^if^mi^^^m-t^-*)-y\^>(v^m. ^ 

zti)^X"^^o 

[0 0 4 6] 
[0 0 4 7] 

[0 0 4 8] 

e;;i/-4- (N-vi/>f^ K:ji^;i/) t/^u^^^y-i-ijju^^t/u-hjSLm-7.i7 



2 0 



2000-3075958 



#^ 11—23330 1 



^fe*^#tf e>tiS. -e^fiS. -^W^f ^ K^>!/>f ;i/-N-fc Kn^Sz-b-^^J/—^ Kin 

So 

[0 0 4 9] 

tiiiv^. :^^!{c65tcii, mm^mm,. ^m^\y-vm 

• $:^ffl-rs3i:*^T'^s„ n^\y\^ummmiL\yX\t. mTLit^n^y^^i/^—^ 

. r;i/^U7;r:^7 7^--g, g-p-:^'^^^ hsy^'-if. ^}yzSWL'r\i^uff± 
ISiiLTtt-f y;i/^ y-;K )\^i/^:^y. 5I=#:^T^ y e^:^':?^^: 

jg^UTtt, ^2^1. ^27j^ 131j^ U^^ 3g^ 32p^ ^SVM±^^S^;?,t#lf e)tl-5. 
[0 0 5 0] 

mw^mttmrnx^^o w.mnwttvxit. mmmizja^xtfH^. fesvMi^^m 
ntmmt^jt^mz^^mm^-t^-:^m'^-m^x$>^o mmmtLxit. n,n' 



aiK# 2000-307595^ 



^ #^ 1 1-2 3 3 3 0^ 

V. #l;t«Fab\ Fab, F (ab') 2^fflv>§o 3j<U ^ D -:^;i/*n:#:, ^^^^ 

[00 5 1] 

;i/5j^>m]T>^-^7Aig (ABTS) , y-i^-y^^H/Sfe, h 7 x— U^S? 

T^>, 7T>^trU 3,3' ,5,5'-^h5 3l^;i/^>i^i^>^=&^ffl"r 

i/i2>r>-t^- (p-D-:*;^^ hif^y K) . A-i^^)\/^y^^)y :r.—}\/-fi-Yi- 



ffilE# 2000-3075958 



I 



#5)1 11-233301 



[0 0 5 2] 

:^mmizi5n^:^^-i(om^Mmt. itm. j&ts. Mm. mum. fes 

[0 0 5 3] 

^itj=i:xj^(Dmm. mmsxCDT.^^) • ^±mzm\<^^'^^'t'f)\^mmo> 

[00 54] 

2ji:|6^tc^V^Ttt, l»^^'0#|3^S:iES^c:^t^SLT^^SV^<o;{)^®M 
il5&95fii (x>A>-9— , :/n^-^r-, >f>hn>^) <o-m\z^^. UWk, 

[0 0 5 5] 

mmizAMmzmA^i\.fzmmo)zii^\i^\>^. it:mizitry^-^y::^wk^m^^ 



ffiU^ 2000-3075958 



#5p 1 1-2 3 3 3 

^^Wimmx-t^^m (v-r^D-r>s:?ai^>>a>^. ^H#fi^ii4873i9i#) 

•ea&S (M. Lavitranoet e>Cell, 57, 717, 1989) „ 
[0 0 5 6] 

feS V^ttA^ 7=- y T — e?Pl<Z)cre/loxPy 3 > -^-if ^-^Saccharoayces 
cerevisiaeODFLPy Zl>lf:?— -e^^CDin vivolCSV^T^fit^MWot'^^M*^ 

69 ^ > A ^ ® h ^ > ;^ - > S:^ A-r -5 :&^fe=b^^ 3 tiT V % -5 o 
[0 0 5 7] 

• mmM^mw&-t:s>. ^mmmm'P:^^^>(t/y^iz^vmmAi)^mt-t^zt 

*^4HI9IUTv^Sfe«?), ^«)3j<yAi/y-:^;i/®liftc:^^^>rS/>^$ti<5>f > 
>iB^J$:#ALT=bcl;VN„ ^«|Plc^A'rsafe^ttT'^^fe'itMS01^v>=b<D 



tfilE# 2000-3075958 



11 — 233301 



[0 0 5 8] 

[0 0 5 9] 

[0 0 6 0] 



ffilE^ 2000-3075958 



1 1—2333 



mm IC ttPCR S: f e 3 i: T ^ S e MAm^^CD-^ t » A*^«B^ $ tl S M 

&.r:^nm^mmmt LxMizM^^mzmmi-^ttK :^umitmmmmizm^ 

[0 0 6 1] 

[mmm] 

S-^fec m\f^Smit. ^Pge«JlCdFL#$:/jN$ < LTV^ofco 75-200 yttinOJL^gOD^ 
lcMJ£$ti;t^^^f:S:. gfe^f^L. 100/^gM®Zl^y:^--^ (Washington Bioche 
■ical^fcig) ^:#^^C37X:T*20^|g>r>^^/<-^^.fe„ ^Jfet^^, ^^-ft^, 25«M 
HEPES, 10% Nn-seruB (Collaborative Bionedical Prodtictstt, Bedford, MA) 

l/y) ti^tl^mdd (Gibco BRL^t, Gaithersburg, MD) tCHJ^jg^-S:. SXCOg 

mmmtjimmmm^m. hvzft/y. ^^^-u-^-c iyyis^zj^d-Av yizM-r^ 

WHs r^^y (Zyned Laboratories^t, San Francisco, CA) , ^VLA(very la 
te antigen)-!, 3,5 (lanunotech) (D^mm^lZMLXmrni^-t :i J&e>tK 
Kmnim^ (Dako^fc, CA) (D^&m^lzm^^mtZttjt}:f<D-m<DSmiZ^ 

[0 0 6 2] 

immm22 fc:^^^l^■b->=^'^7A«Ij!|gA^e>®«RNA(^>^^jl 

eatf^gfC, ^^T-S^>>rV^:ti/T:^-h (GTC) ^^ffi^^T. ^RNA$:t h 



aiiE# 2000-3075958 



11—233301 



:^-*)-y^K7j^mBkn>yjvnL>hi^mm^vymmm^m:k^yi^ (PBS) x^mw 

»J«:^S-&feo _h#5:-fe$/'^A h'J 7;i/:tDTir5^- h (CsTFA) miZ&Mm< 
m-&. ISTC, 125,000XgT?24^^3^it>d!MtL.fe. RM'^ U -i/ h ^TE A Z7 r - iZ 
mm^'&^o :tViidTfzAU'-yt.itj^J^ {yr/l-^i/r^) lC<fc»;, poly(A)'^RN 

[0 0 6 3] 

• immm 3 ] 3' m^^cdna^ >f u - cd^iii 

poly(A)'^RNA^i^M^ bT. pUC19$:SHI^ f-^^^ ~::/'^>r-7- [Norrander 

J.,et al., Gene, 26, 101-106(1983)] $:fliV>fecDNA-^^$:^fo:'^» Zl®^^^- 
:^^>rv-DNAtt. Hincllj^jg. <fc 11^15^ % oPstl^K^ b, MboIg|Sfi[ 
(CATC) "le^A • (da«-methylated) S^lTV^fco H 2 

cDNABB^J, ^.fcrJf^^^-OlacZjt-g^p^O^— BamHIgPfi^S:, -^tl-^tlMboI^ 
<|:i;fBa«HIT'^®rb. fj^lC, {SDNAaM"e^^^'fI:fcJ:y^^-r^-t/3 >$:fTofc<, 
^ >r - J/ a ^ -^©-SJ S:;^®etc?^M«ISI b fee # 6> 

^ gH^J S:, PUCIS^ U--y ^*-9->f h icmg^-r ^ -7- (5* -TGTAAAACGACGGCCA 
GT-3* /ge^J## ; 3 ^3 J;tJ^5'-AGCATGATTACGGCAAGCTTG-3' /@e^J## : 4 ) S:flSV\ 

H/Sicffiv^. ei6IH3»m^«|T'«?:Wbfco 
[0 0 6 4] 

immm 4 ] -9- > ^^^z A«WflgT'#M6<l IC^3^ b T V> S #lt 
:ji-9->:^F'i7i^«BijgT'4tM«ftC^3^bTV>sa^^?:H^-r'5fc«), 2fc^W#tt 
, :^^m«iDNASBm^fei:t;3>tfii-aJlCj:2>7'-^^!I.a%:^7ofc„ Z.(DZ 

(Y. Yasuda et al.. Kidney Internatinal 53:154-158,1998; K. Mats 
ubara et al.. Gene. 135 , 265 (1993); K. Okub et al., Nat. Gen. 2, 173 ( 
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1992)) . h^#>l-!?->=a5f.>A«IIflS®3'iiJ^cDNA^-f :/^y-<D:^m^DNAlB^J 

7l>irGenBanki:Jti{bfe„ 5&liill^3i:tJ^iWIJiS*^e>®'»RNA$: F>y h':fuv h 
Stifeo ^(D^^^. 2^i:H|^#(^^■9->:aE^.^7ix^HJigcDNA^>ry^y-^C^V^T^t> 
[0 0 6 5] 

[||JgM5] 5' RACE^IC J; -5 ^ik^RcDNA® ^ □ - n> 

rs'-Full RACE Core Setj (StSj^ $S) $:ffiV^T, TiBOHS^^rffo 

NA (0.5/ttg/AtL) 4.0AtU 10XRT/t5/-7T-1.5ittL, RNase>f > H tf 4? - (40U/ 
AtL) 0.5yttU AMV Reverse Transcriptase XL (5U//iL) l^ttL, 5' y^^t 
RT:/^ >r V - (5' - pTCAGAGAGGTCATTC/ie3^tl## : 5 , 200pmol/ fiL) l/iL^M^ 
, RNase Free dHgO 7 fiLX±A^15/iLtVt^o FTakara PGR Ther 

■al Cyclerj (SM^t (i») 52) tC-fe»yhL, SOTCIO:^. 50TC60:$^, 80X32^, 4 
t:iO:9'-f >^^^-^3>t^ ^litcDNA$:#fe„ 

iSiSIR*^ 5)15 At L$: 5 X y\>r U y KRNA^i£A^y 7 7 -15 At U 45^*1$:^ 
tfO.S-L-T^f ^^n^3.-y*lCljD;ifc» RNaseH l/ttLSriD;!. 30t:*e 1 ^l^iK/SS 

#ib*Vfctfc®4&lC5XRNA (ssDNA) ^>f ^- a :/ A^y 7 T-8aU 40% PEG 

#600 20/tU HgO i2ittLS:iii^. <fc<m-tf. T4V iS-'^^i Miia^xi6x:xi5m 

PCR$:fc3*;ofc. ^P^fkmt. lOXLA PCRA^y (Mg2"^plus) 5/iU dNT 

PM-^ife (2.5«M) 8/tU -^>CPCR Sl":/^>fV- (5' -TCATTGATGGGTCCTCAA/|B^J# 
6, 20pmol/AtL)0.5yttI, -7jJcPCR Aiy^>rv- (5' -AGATTCTTGAGCTCAGAT/ 
ea^J##: 7, 20pBol/it4L) 0.5 /iL, TaKaRa LA TaqTM (5U//tL) 0.5 /tL, 
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*"^±a?:50/tLi: bJfeo riakara PCR Thermal Cyclerj iziEv h 94X^3^ 

tam^. 94TC30#, 60TC3o#. 72r:24)•$:25■^^-f 

—^kPCfi^m^W.iJ^^l/iL^mMtL. lOXLA PCR TM7t«; 7 7-11 (Mg^'*"plus 
) bfiU m?m^i^ (2,5iiM) 8fiU ZLrX?CR S2:/^-fV- (5' -AATGGTGGCATAAA 
CATG/B2^## : 8 , 20pbo 1/ /iL) 0.5 fiU Zl^j^PCR A2 ^ >r "7 - (5' -ACAGACA 
AATTGAACTTC/BB^J## : 9. 20pmol//tL) O.SyttL, TaKaRa LA TaqTM (SU/yttL) 0 
.SittU ^g^tfcr^iSrSOiitLi: Lfe. riakara PGR Theraal Cyclerj iciz-y h 
941C30#. 60TC30|3>. 72TC24^T'30-l?->f ;i/^|SS-&fe. 

^ ^M't'^^&lAiLS: roriginal TA Cloning Kitj (Invitrogen:fet) $:ffiV\T-9-:/ 

:t^S/^-^*-5/3>^glcj:ygib^bfc, 

GCDfeg*^ Ziy±:y'9-:^mnti—mV. M^(DOflF ( rthe first ATG rulej ^ 
m^-t^) S:#;tfeo 3:0DcDNA(^>^&«e^3«J^CfeV^T^=fe;RV^ORF^C^r5< 9 5 0 

T ^ y 5: mB^mm<Dm^ r^j mmm tLr=.o :r.<Dr^j mmm ^w-d 

^yA^n^:^^m^it:^^''- 1 Oleg-Dtt^-iSVtr^o meg-l cDNA® ig»SB3^J 
iB3^#^: lie. ■eg-10Da^T^y^BB^JS:gB3^J##: 2 IC^-To 
^ [0 0 6 6] 

SwissProt-r-;?^-X*Z?FASTA::fn^^AlCj; ^ JWl^'^UP-i^m^^ 

uV-^W-D^yn^^hX^Xlt. zfWr^ytV >/;?.l/:t->7*X7T^ 
— ^4 Wm^>A°^7^PP4gj«igS*lit:o >t 1 ilPP4g^tt, y^SB^JC 
SV>T9 7. 9%, cDNA0|feSBB^JlCfev%Ttt9 8. 3 n S^- S:i*Oo 

0fi6. g3^j## : 2 nhx^^r ^ ^mmm(D-m (773^1- 950^® 17 
3T^yg^j^«) tt, mi^m&MoE ST thx^m-^tit^cDMo^mmmi^s}} 
79267) t^mwimx99A%. T ^ J mmnxioo%-mLx\>^&o zcD^n-ym 
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MAGE c nsortiumlC J: S Scares library lNIBlCfi3l5f S tj®*^. ^JCJggfB^J® 
[0 0 6 7] 

i^V^T:;^^- lCDT^7^BB^$:^^-7^I^Ufc, «^S^K:», PSORT WWW Se 
rver (ht tp : //psor t .nibb.ac.jp:8800/), fci; tKMOT I F (h t tp : //www . mo t i f . genome 
.ad.jp/) S:ffJffiL:to -e®^^. Ht^^K-DiJ^CDV >mit'^^--7^^/v 

cAMP/cGIIP^fe#«&^ MU : 1 

:h-\i^y ' :iU^^-:^UVymitm&: 2 2 
>/'D7^>f>:;87>f :t^-::?.CU>M<fc^& : 1 1 

3*ie>®^||lC»^V%T. 9 5 OT^ ym^«*^e>:&S_hfB«I^T^ / 

e>:fes^ p I ®ai&'(iii±4.49-T?^s, 

[0 0 6 8] 

^ 7 ] ^ ^- 1 (Dmmmm (2) -mi^^)-^ 

i®y — !f>:/n^)/ h^5&fti. J[Ji^T®i: -^Cbx^rofeo s'mmcDM^ 
>f:;^^U- (IIJ6M3) ©jJfS^-r-f :/^n->®>r>"9— ^:y^fADNA^ 

ltL:fepoly(A)'^RNA (2Atg) 2.2}i:^s;V2^r ^ \^^^til%r HU- ^.^JIX'-^ 
mV. -hD-fe>n/n-X7-f A^r-^^^Lfe, 7W A'^J-SrRapid Hyb^lK (A 
mersham:^:, Arlington Heights, IL) tpX/\>( -fV X:^-^^o ^\4:fVSt^ 

xmz^ 60V -e, 0. 1 X ssPE/0. nsdst. v^ z) ^^7^ h u > ytz-x^mw h t=. 

o 

[0 0 6 9] 
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y -■!f>:/0 >y Clontech (Palo Alto, CA) *^e>||ALfeo 

*Df^^^«iiijiigi:bTtt, ;t'9->^'>A#iHjijs. \ih!^m±&mm. }^h'0&n±& 

«ejfili^HL-60, HeLaHBISSS, 1itt#ilSajfiljl^K-562, U >/t^3^eifil^MOLT-4 
, Burkitty >AilRaji, :^JIl|Ji{5gSW480, l|iffJSA549. J: t5MfeSG361ft3fl®2 
>xg(?)poly(A)'^RNA$:M3|Bfi: L?£:o IBSg® 7 -"tf h ICli. vLv MM, 

ftff, ffF, #*&ja;, feJ: Wa3f5CD2/itg®poly(A)'^RNA$:i^Mi:Lfc, /N-f:/ 

[0 0 7 0] 

[^1] 







+ + + 




+ + 




+ 










[0 0 7 1] 








\^ hmmmm 


tif#f|3*ejfil5^HL-60 


+ + 


HeLajfUlIjllgSS 


+ + + 
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1itt#ilttajfii;^K-562 + + + 

U > e lfii;^M0LT-4 + + + 

BurkittU >AjBRaji -~± 

i^immmv^o +++ 

Jiifr^gA549 + + + 

M^&®G361 + + 

[0 0 7 2] 

n hmm 





+ + + 


m 


+ + 




+ + + 






ffF 


+ 




+ + 




+ + 




+ + 



[0 0 7 3] 
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t8r#«ajfiim-60, MfeSG361-e=b5§3^A^Be>tlfeo Burkitty >/t®Ra 
[0 0 7 4] 

immmsi :^^-i<ommmm (s) ->f>i?->r^^A>r:/ytjf>f-^-e/H 

^ ^aL/\>r:/y ^>f-^-S/3>tt, ^^CD:e^^tCi:»;ffofc (Kidney Int., 52, 1 

11 (1997)) „ tl h • :f^^-l(D2 8 7 9-291 2 ^(7)t^«i!!rR: grf nifH;^l^-& : 1 

[0 0 7 5] 

M<3D«llg*>e>>t-9■>^^7Aj^HJlla0«llg*^we>*^^c«i^J, :^'^y^^ 2^mm\zm% 

[0 0 7 6] 

z^nfi^mmx^^o ^nw'^^kx\t:^'^y^vumm(ommmMis^%hi^. 
y^^h^mmo^nm. tbi>\^\mm^^<o'^ v y e^xs^oM^jtiiA^^^T 



3 3 
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[0 0 7 7] 

:^nmK^^:f>^-l\t^::^yr^-'^t<D^m^%:^L. mmniy^^Ji^W 
«>S. *fc*^9!lcJ:S^^^- l*«jfci(e!;j£«gffl«:^«?lcfev%T^3K;()^li!g$ti 

[0 0 7 8] 

[ae^j^] 

SEQUENCE LISTING 



<110> MIYATA, TOSHIO 

KUROEAWA, KIYOSHI 

<120> Meg-1 protein 

<130> KRK-102 

<140> 
<141> 

<160> 10 

<170> Patent In Ver. 2.0 
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<210> 1 
<211> 3901 
<212> DNA 

<213> Hobo sapiens 



<220> 

<221> CDS 

<222> (23).. (2872) 

<400> 1 



gegaggaggg ggcgaccaca ag atg gcg gac etc teg ctg ctt cag gag gac 52 

Net Ala Asp Leu Ser Leu Leu Gin Glu Asp 
15 10 



ctg cag gag gac gca gac gga ttt ggt gtg gat gac tac age tea gag 
Leu Gin Glu Asp Ala Asp Gly Phe Gly Val Asp Asp Tyr Ser Ser Glu 
15 20 25 



100 



tet gat gtg att att ata cct tea gee ctg gac ttt gtc tea caa gat 
Ser Asp Val He He He Pro Ser Ala Leu Asp Phe Val Ser Gin Asp 
30 35 40 



148 



gaa atg ttg acg cec ctg ggg aga ttg gac aag tat get gca agt gag 
Glu Met Leu Thr Pro Leu Gly Arg Leu Asp Lys Tyr Ala Ala Ser Glu 

45 50 55 



196 



aac ata ttt aae aga caa atg gtg gee egg agt ttg etc gat ace ttg 244 
Asn He Phe Asn Arg Gin Met Val Ala Arg Ser Leu Leu Asp Thr Leu 
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60 65 70 

agg gaa gtc tgc gat gat gaa aga gat tgt att get gtt ttg gaa aga 292 
Arg Glu Val Cys Asp Asp Glu Arg Asp Cys lie Ala Val Leu Glu Arg 
75 80 85 90 

att age aga ttg gee gat gat tea gaa cea act gtg aga geg gag ctg 340 
He Ser Arg Leu Ala Asp Asp Ser Glu Pro Thr Val Arg Ala Glu Leu 
95 100 105 

atg gaa cag gtg cct cae ate gea ctg ttt tgt caa gaa aac egg cet 388 
Met Glu Gin Val Pro His He Ala Leu Phe Cys Gin Glu Asn Arg Pro 
110 115 120 

tea ata cea tat get ttt tea aaa tte tta eta cct att gtg gtt aga 436 
Ser He Pro Tyr Ala Phe Ser Lys Phe Leu Leu Pro He Val Val Arg 

125 130 135 

tac ctt gea gat cag aat aat cag gtg agg aaa aca agt cag gea get 484 
Tyr Leu Ala Asp Gin Asn Asn Gin Val Arg Lys Thr Ser Gin Ala Ala 

140 145 150 

ttg ctg get ctg ttg gag cag gag etc att gaa ega ttt gat gtg gag 532 
Leu Leu Ala Leu Leu Glu Gin Glu Leu lie Glu Arg Phe Asp Val Glu 
155 160 165 170 

ace aaa gtg tgg cct gtc etc ata gag ctg aca gee cea gat age aat 580 
Thr Lys Val Trp Pro Val Leu He Glu Leu Thr Ala Pro Asp Ser Asn 
175 180 185 
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gat gat gtg aaa aca gaa get gtg get ata atg tge aaa atg get ccc 628 
Asp Asp Val Lys Thr Glu Ala Val Ala He Met Cys Lys Met Ala Pro 
190 195 200 



atg gtt ggg aag gat att aca gag cgt ctt ate etc cet agg ttt tgt 676 
Met Val Gly Lys Asp He Thr Glu Arg Leu He Leu Pro Arg Phe Cys 
205 210 215 

gag atg tgc tge gat tge aga atg ttt cac gtt cga aag gtc tgt get 724 
Glu Met Cys Cys Asp Cys Arg Met Phe His Val Arg Lys Val Cys Ala 

220 225 230 



gee aat ttt gga gat att tgc agt gta gtt ggc cag caa get act gaa 
Ala Asn Phe Gly Asp He Cys Ser Val Val Gly Gin Gin Ala Thr Glu 

235 240 245 250 



772 



gaa atg ttg etg eec aga ttt tte cag ctt tgt tct gat aat gta tgg 
Glu Met Leu Leu Pro Arg Phe Phe Gin Leu Cys Ser Asp Asn Val Trp 

255 260 265 



820 



gga gtc cga aag get tgt get gaa tgc tte atg gcg gtt tea tgt gca 868 

Gly Val Arg Lys Ala Cys Ala Glu Cys Phe Met Ala Val Ser Cys Ala 
270 275 280 



aca tgt caa gaa ate cga egg ace aaa tta tea gca ctt ttt att aat 916 
Thr Cys Gin Glu He Arg Arg Thr Lys Leu Ser Ala Leu Phe He Asn 
285 290 .295 
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ttg ate agt gat cct tea cgt tgg gtt ege eaa gca get ttt eag tct 964 
Leu lie Ser Asp Pro Ser Arg Trp Val Arg Gin Ala Ala Phe Gin Ser 
300 305 310 

etg gga eet tte ata tet aet ttt get aat eca tet age tea gge eag 1012 
Leu Gly Pro Phe He Ser Thr Phe Ala Asn Pro Ser Ser Ser Gly Gin 

315 320 325 330 

tat ttt aaa gaa gaa age aaa agt tea gaa gag atg tea gta gaa aae 1060 
Tyr Phe Lys Glu Glu Ser Lys Ser Ser Glu Glu Met Ser Val Glu Asn 

335 340 345 

aaa aat agg aee aga gat caa gaa gee cea gag gat gta eaa gte agg 1108 
Lys Asn Arg Thr Arg Asp Gin Glu Ala Pro Glu Asp Val Gin Val Arg 

350 355 360 

cea gag gat aet eet tea gat cte agt gtt agt aat tee agt gte ata 1156 
Pro Glu Asp Thr Pro Ser Asp Leu Ser Val Ser Asn Ser Ser Val He 

365 370 375 

etg gaa aae aeg atg gaa gae eat get get gag gea tee ggg aag eet 1204 
Leu Glu Asn Thr Het Glu Asp His Ala Ala Glu Ala Ser Gly Lys Pro 

380 385 390 

eta ggt gaa att agt gtt eea etg gae age tet tta ett tgt aet ttg 1252 
Leu Gly Glu He Ser Val Pro Leu Asp Ser Ser Leu Leu Cys Thr Leu 

395 400 405 410 

tee tea gaa tet eac cag gaa gea get agt aat gag aat gat aaa aaa 1300 
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Ser Ser Glu Ser His Gin Glu Ala Ala Ser Asn Glu Asn Asp Lys lys 
415 420 425 

cct ggt aac tac aaa tct atg tta cga cca gag gtt ggc acc act tea 1348 
Pro Gly Asn Tyr Lys Ser Met Leu Arg Pro Glu Val Gly Thr Thr Ser 
430 435 440 

caa gat tea get etc tta gat eag gaa ttg tat aae tee ttc eat ttc 1396 
Gin Asp Ser Ala Leu Leu Asp Gin Glu Leu Tyr Asn Ser Phe His Phe 
445 450 455 

tgg agg act cct ctt cct gaa ata gat eta gac ata gag ctt gaa cag 1444 
Trp Arg Thr Pro Leu Pro Glu He Asp Leu Asp He Glu Leu Glu Gin 
460 465 470 

aac tct ggg gga aaa ccc age cca gag gga cca gag gaa gaa tct gag 1492 
Asn Ser Gly Gly Lys Pro Ser Pro Glu Gly Pro Glu Glu Glu Ser Glu 
475 480 485 490 

ggc eet gtg eec agt tct cca aac ate acc atg gee acc aga aag gaa 1540 
Gly Pro Val Pro Ser Ser Pro Asn He Thr Met Ala Thr Arg Lys Glu 
495 500 505 

etg gaa gaa atg ata gaa aat eta gag eec eae att gat gat eca gat 1588 
Leu Glu Glu Met He Glu Asn Leu Glu Pro His He Asp Asp Pro Asp 
510 515 520 

gtt aaa gca caa gtg gaa gtg etg tee get gca eta egt get tee age 1636 
Val Lys Ala Gin Val Glu Val Leu Ser Ala Ala Leu Arg Ala Ser Ser 

3 9 miE#2 0 0 0 - 3 0 7 5 9 5 8 



0 
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525 



530 



535 



ctg gat gca cat gaa gag acc ate agt ata gaa aag aga agt gat ttg 1684 
Leu Asp Ala His Glu Glu Thr lie Ser He Glu Lys Arg Ser Asp Leu 

540 545 550 

caa gat gaa ctg gat ata aat gag eta cca aat tgt aaa ata aat eaa 1732 
Gin Asp Glu Leu Asp He Asn Glu Leu Pro Asn Cys Lys He Asn Gin 
555 560 565 570 

gaa gat tet gtg eet tta ate age gat get gtt gag aat atg gae tec 1780 
Glu Asp Ser Val Pro Leu He Ser Asp Ala Val Glu Asn Net Asp Ser 
575 580 585 



act ett cae tat att eac aac gat tea gae ttg age aae aat age agt 1828 
Thr Leu His Tyr He His Asn Asp Ser Asp Leu Ser Asn Asn Ser Ser 
590 595 600 



ttt age cet gat gag gaa agg aga act aaa gta eaa gat gtt gta cot 1876 
Phe Ser Pro Asp Glu Glu Arg Arg Thr Lys Val Gin Asp Val Val Pro 
605 610 615 



cag gcg ttg tta gat cag tat tta tet atg act gae cet tet cgt gca 1924 
Gin Ala Leu Leu Asp Gin Tyr Leu Ser Met Thr Asp Pro Ser Arg Ala 
620 625 630 



cag aeg gtt gae act gaa att get aag cae tgt gca tat age etc cet 1972 
Gin Thr Val Asp Thr Glu He Ala Lys His Cys Ala Tyr Ser Leu Pro 
635 640 645 650 
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ggt gtg gcc ttg aca etc gga aga cag aat tgg cac tgc ctg aga gag 2020 
Gly Val Ala Len Thr Leu Gly Arg Gin Asn Trp His Cys Leu Arg Glu 

655 660 665 

acg tat gag act ctg gcc tea gac atg cag tgg aaa gtt cga cga act 2068 
Thr Tyr Glu Thr Leu Ala Ser Asp Met Gin Trp Lys Val Arg Arg Thr 

670 675 680 

eta gea ttc tec ate cac gag ett gca gtt att ett gga gat caa ttg 2116 
Leu Ala Phe Ser He His Glu Leu Ala Val He Leu Gly Asp Gin Leu 

685 690 695 

aca get gea gat ctg gtt eca att ttt aat gga ttt tta aaa gac etc 2164 
Thr Ala Ala Asp Leu Val Pro He Phe Asn Gly Phe Leu Lys Asp Leu 
700 705 710 

gat gaa gtc agg ata ggt gtt ett aaa cac ttg eat gat ttt ctg aag 2212 
Asp Glu Val Arg He Gly Val Leu Lys His Leu His Asp Phe Leu Lys 
715 720 725 730 

ett ett cat att gac aaa aga aga gaa tat ett tat caa ett cag gag 2260 
Leu Leu His He Asp Lys Arg Arg Glu Tyr Leu Tyr Gin Leu Gin Glu 
735 740 745 

ttt ttg gtg aca gat aat agt aga aat tgg egg ttt cga get gaa ctg 2308 
Phe Leu Val Thr Asp Asn Ser Arg Asn Trp Arg Phe Arg Ala Glu Leu 
750 755 760 
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get gaa cag ctg att tta ctt eta gag tta tat agt ccc aga gat gtt 2356 
Ala Glu Gin Leu He Leu Leu Leu Glu Leu Tyr Ser Pro Arg Asp Val 
765 ' 770 775 

tat gac tat tta cgt ccc att get ctg aat ctg tgt gea gae aaa gtt 2404 
Tyr Asp Tyr Leu Arg Pro He Ala Leu Asn Leu Cys Ala Asp Lys Val 
780 785 790 

tet tct gtt cgt tgg att tec tac aag ttg gtc age gag atg gtg aag 2452 
W Ser Ser Val Arg Trp He Ser Tyr Lys Leu Val Ser Glu Met Val Lys 

795 800 805 810 



aag ctg cae gcg gea aca cea eca acg ttc gga gtg gae etc ate aat 2500 
Lys Leu His Ala Ala Thr Pro Pro Thr Phe Gly Val Asp Leu He Asn 
815 820 825 

gag ctt gtg gag aae ttt gge aga tgt eec aag tgg tet ggt egg caa 2548 
Glu Leu Val Glu Asn Phe Gly Arg Cys Pro Lys Trp Ser Gly Arg Gin 

830 835 840 

gee ttt gte ttt gtc tge cag act gtc att gag gat gac tgc ctt ccc 2596 
Ala Phe Val Phe Val Cys Gin Thr Val He Glu Asp Asp Cys Leu Pro 

845 850 855 

atg gac cag ttt get gtg eat etc atg ecg eat ctg eta ace tta gea 2644 
Met Asp Gin Phe Ala Val His Leu Met Pro His Leu Leu Thr Leu Ala 
860 865 870 

aat gac agg gtt cet aae gtg cga gtg ctg ctt gea aag aca tta aga 2692 
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Asn Asp krg Val Pro Asn Val Arg Val Leu Leu Ala Lys Thr Leu Arg 

875 880 885 890 

caa act eta eta gaa aaa gac tat ttc ttg gcc tct gcc age tgc eac 2740 
Gin Thr Leu Leu Glu Lys Asp Tyr Phe Leu Ala Set Ala Ser Cys His 

895 900 905 

eag gag get gtg gag eag ace ate atg get ctt cag atg gae egt gae 2788 
Gin Glu Ala Val Glu Gin Thr lie Met Ala Leu Gin Met Asp Arg Asp 
910 915 920 

age gat gte aag tat ttt gea age ate eae eet gee agt aee aaa ate 2836 
Ser Asp Val Lys Tyr Phe Ala Ser lie His Pro Ala Ser Thr Lys He 
925 930 935 

tee gaa gat gcc atg age aca gcg tec tea ace tac tagaaggctt 2882 
Ser Glu Asp Ala Met Ser Thr Ala Ser Ser Thr Tyr 
940 945 950 

gaatctcggt gtetttectg ettecatgag agccgaggtt eagtgggcat tcgecacgca 2942 

tgtgaeetgg gatagettte ggggg^ggzg agaeetteet eteetgcgga ettcattgea 3002 

ggtgcaagtt gcctacacce aataeeaggg attteaagag teaagagaaa gtaeagtaaa 3062 

eaetattate ttatettgac tttaagggga aataatttet cagaggatta taattgteae 3122 

egaageetta aatecttete tteetgaetg aatgaaaett gaattggeag agcattttee 3182 
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ttatggaagg gatgagattc ccagagacct gcattgcttt ctcctggttt tatttaacaa 3242 
tcgacaaatg aaattcttac agcctgaagg cagacgtgtg cccagatgtg aaagagacct 3302 
tcagtatcag ccctaactct tctctcccag gaaggacttg ctgggctctg tggccagctg 3362 
tccagcccag ccctgtgtgt gaatcgtttg tgacgtgtgc aaatgggaaa ggaggggttt 3422 
ttacatctcc taaaggacct gatgccaaca caagtaggat tgacttaaac tcttaagcgc 3482 
agcatattge tgtacacatt tacagaatgg ttgctgagtg tctgtgtctg attttttcat 3542 
gctggtcatg acctgaagga aatttattag acgtataatg tatgtctggt gtttttaact 3602 
tgatcatgat cagctctgag gtgcaacttc ttcacatact gtacatacct gtgaccactc 3662 
ttgggagtgc tgcagtcttt aatcatgctg tttaaactgt tgtggcacaa gttctcttgt 3722 
ccaaataaaa tttattaata agatctatag agagagatat atacactttt gattgttttc 3782 
tagatgtcta ccaataaatg caatttgtga cctgtattaa tgatttaaag tggggaaact 3842 
agattaaaat atttgtcttt taaaaaaata aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 3901 



<210> 2 
<211> 950 
<212> PRT 

<213> Homo sapiens 
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<400> 2 

Met Ala Asp Leu Ser Leu Leu Gin Glu Asp Leu Gin GIu Asp Ala Asp 
15 10 15 

Gly Phe Gly Val Asp Asp Tyr Ser Ser Glu Ser Asp Val He He He 
20 25 30 

Pro Ser Ala Leu Asp Phe Val Ser Gin Asp Glu Met Leu Thr Pro Leu 
35 40 45 

Gly Arg Leu Asp Lys Tyr Ala Ala Ser Glu Asn He Phe Asn Arg Gin 
50 55 60 

Met Val Ala Arg Ser Leu Leu Asp Thr Leu Arg Glu Val Cys Asp Asp 

65 70 75 80 

Glu Arg Asp Cys He Ala Val Leu Glu Arg He Ser Arg Leu Ala Asp 

85 90 95 

Asp Ser Glu Pro Thr Val Arg Ala Glu Leu Net Glu Gin Val Pro His 
100 105 110 

He Ala Leu Phe Cys Gin Glu Asn Arg Pro Ser He Pro Tyr Ala Phe 
115 120 125 

Ser Lys Phe Leu Leu Pro He Val Val Arg Tyr Leu Ala Asp Gin Asn 
130 135 140 
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Asn Gin Val Arg Lys Thr Ser Gin Ala Ala Leu Leu Ala Leu Leu Glu 
145 150 155 160 

Gin Glu Leu lie Glu Arg Phe Asp Val Glu Thr Lys Val Trp Pro Val 

165 170 175 

Leu He Glu Leu Thr Ala Pro Asp Ser Asn Asp Asp Val Lys Thr Glu 

180 185 190 

Ala Val Ala He Met Cys Lys Met Ala Pro Met Val Gly Lys Asp lie 

195 200 205 

Thr Glu Arg Leu lie Leu Pro Arg Phe Cys Glu Met Cys Cys Asp Cys 
210 215 220 

Arg Met Phe His Val Arg Lys Val Cys Ala Ala Asn Phe Gly Asp lie 
225 230 235 240 

Cys Ser Val Val Gly Gin Gin Ala Thr Glu Glu Met Leu Leu Pro Arg 

245 250 255 

Phe Phe Gin Leu Cys Ser Asp Asn Val Trp Gly Val Arg Lys Ala Cys 

260 265 270 

Ala Glu Cys Phe Met Ala Val Ser Cys Ala Thr Cys Gin Glu lie Arg 
275 280 285 

Arg Thr Lys Leu Ser Ala Leu Phe lie Asn Leu He Ser Asp Pro Ser 
290 295 300 
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Arg Trp Val Arg Gin Ala Ala Phe Gin Ser Leu Gly Pro Phe He Ser 
305 310 315 320 

Thr Phe Ala Asn Pro Ser Ser Ser Gly Gin Tyr Phe Lys Glu Glu Ser 
325 330 335 

Lys Ser Ser Glu Glu Met Ser Val Glu Asn Lys Asn Arg Thr Arg Asp 

340 345 350 

Gin Gin Ala Pro Glu Asp Val Gin Val Arg Pro Glu Asp Thr Pro Ser 

355 360 365 

Asp Leu Ser Val Ser Asn Ser Ser Val He Leu Glu Asn Thr Met Glu 

370 375 380 

Asp His Ala Ala Glu Ala Ser Gly Lys Pro Leu Gly Glu He Ser Val 
385 390 395 400 

Pro Leu Asp Ser Ser Leu Leu Cys Thr Leu Ser Ser Glu Ser His Gin 
405 410 415 

Glu Ala Ala Ser Asn Glu Asn Asp Lys Lys Pro Gly Asn Tyr Lys Ser 
420 425 430 

Met Leu Arg Pro Glu Val Gly Thr Thr Ser Gin Asp Ser Ala Leu Leu 

435 440 445 

Asp Gin Glu Leu Tyr Asn Ser Phe His Phe Trp Arg Thr Pro Leu Pro 
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455 
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460 




Glu He Asp Leu Asp He Glu Leu Glu Gin Asn Ser Gly Gly Lys Pr 
465 470 475 480 

Ser Pro Glu Gly Pro Glu Glu Glu Ser Glu Gly Pro Val Pro Ser Ser 
485 490 495 

Pro Asn He Thr Met Ala Thr Arg Lys Glu Leu Glu Glu Met He Glu 

500 505 510 

Asn Leu Glu Pro His He Asp Asp Pro Asp Val Lys Ala Gin Val Glu 

515 520 525 

Val Leu Ser Ala Ala Leu Arg Ala Ser Ser Leu Asp Ala His Glu Glu 

530 535 540 

Thr He Ser He Glu Lys Arg Ser Asp Leu Gin Asp Glu Leu Asp He 
545 550 555 560 

Asn Glu Leu Pro Asn Cys Lys He Asn Gin Glu Asp Ser Val Pro Leu 
565 570 575 

He Ser Asp Ala Val Glu Asn Met Asp Ser Thr Leu His Tyr He His 
580 585 590 



Asn Asp Ser Asp Leu Ser Asn Asn Ser Ser Phe Ser Pro Asp Glu Glu 

595 600 605 
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Arg Arg Thr Lys Val Gin Asp Val Val Pro Gin Ala Leu Leu Asp Gin 

610 615 620 

Tyr Leu Ser Met Thr Asp Pro Ser Arg Ala Gin Thr Val Asp Thr Glu 

625 630 635 640 

He Ala Lys His Cys Ala Tyr Ser Leu Pro Gly Val Ala Leu Thr Leu 
645 650 655 

9 Gly Arg Gin Asn Trp His Cys Leu Arg Glu Thr Tyr Glu Thr Leu Ala 

660 665 670 



Ser Asp Met Gin Trp Lys Val Arg Arg Thr Leu Ala Phe Ser He His 
675 680 685 

Glu Leu Ala Val He Leu Gly Asp Gin Leu Thr Ala Ala Asp Leu Val 
690 695 700 

Pro He Phe Asn Gly Phe Leu Lys Asp Leu Asp Glu Val Arg He Gly 

705 710 715 720 

Val Leu Lys His Leu His Asp Phe Leu Lys Leu Leu His He Asp Lys 

725 730 735 

Arg Arg Glu Tyr Leu Tyr Gin Leu Gin Glu Phe Leu Val Thr Asp Asn 
740 745 750 

Ser Arg Asn Trp Arg Phe Arg Ala Glu Leu Ala Glu Gin Leu He Leu 

755 760 765 
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Leu Leu Glu Leu Tyr Ser Pro Arg Asp Val Tyr Asp Tyr Leu Arg Pro 
770 775 780 

He Ala Leu Asn Leu Cys Ala Asp Lys Val Ser Ser Val Arg Trp He 
785 790 795 800 

Ser Tyr Lys Leu Val Ser Glu Met Val Lys Lys Leu His Ala Ala Thr 

805 810 815 

Pro Pro Thr Phe Gly Val Asp Leu He Asn Glu Leu Val Glu Asn Phe 
820 825 830 

Gly Arg Cys Pro Lys Trp Ser Gly Arg Gin Ala Phe Val Phe Val Cys 
835 840 845 

Gin Thr Val He Glu Asp Asp Cys Leu Pro Met Asp Gin Phe Ala Val 
850 855 860 

His Leu Met Pro His Leu Leu Thr Leu Ala Asn Asp Arg Val Pro Asn 
865 870 875 880 

Val Arg Val Leu Leu Ala Lys Thr Leu Arg Gin Thr Leu Leu Glu Lys 
885 890 895 

Asp Tyr Phe Leu Ala Ser Ala Ser Cys His Gin Glu Ala Val Glu Gin 

900 905 910 

Thr He Met Ala Leu Gin Met Asp Arg Asp Ser Asp Val Lys Tyr Phe 
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915 920 925 

Ala Ser He His Pro Ala Ser Thr Lys lie Ser Glu Asp Ala Met Ser 
930 935 940 

Thr Ala Ser Ser Thr Tyr 
945 950 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Artif icially 
Synthesized Primer Sequence 

<400> 3 

tgtaaaacga cggccagt 18 

<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Art if icially 
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Synthesized Primer Sequence 



<400> 4 

accatgatta cgccaagctt g 21 



<210> 5 
<211> 15 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence:Artif icially 
Synthesized Priaer Sequence 

<220> 

<223> 5' -phosphorylation 
<400> 5 

tcagagaggt cattc 15 



<210> 6 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Descripti n of Artificial Sequence:Artif icially 
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Synthesized Priner Sequence 
<400> 6 

tcatt^atgg gtcctcaa 18 



<210> 7 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Artif icial ly 
Synthesized Primer Sequence 

<400> 7 

agattcttga gctcagat 18 



<210> 8 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artif icial ly 
Synthesized Primer Sequence 

<400> 8 
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aatggtggca taaacatg 



18 



<210> 9 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Artif icially 
^Synthesiz ed Primer Sequence 

<400> 9 

acagacaaat tgaacttc 18 

<210> 10 
<211> 34 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:Artif icially 
Synthesized Probe Sequence 



<400> 10 



ctcatggaag caggaaagac accgagattc aagc 



34 
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